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Gene Amino acid change Expected allele frequency 0% Expected allele frequency 1% Expected allele frequency 5%
EGFR G719S 0.0% 0.0% 1.4% 1.5% 6.2% 5.9%
EGFR L858R 0.0% 0.0% 1.0% 1.6% 5.5% 6.1%
EGFR L861Q 0.0% 0.0% 0.7% 1.6% 2.2% 2.2%
KRAS G12D 0.0% 0.0% 1.3% 0.5% 41% 3.7%
NRAS Q61K 0.0% 0.0% 2.9% 1.9% 6.3% 4.8%
PIK3CA E545K 0.0% 0.0% 0.4% 1.0% 4.2% 6.3%
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